In the title compound, C 16 H 11 NO 3 , the dihedral angles between the mean planes of the quinolone ring system and the prop-2-ynyl and carboxyprop-2-ynyl groups are 87.9 (8) and 41.6 (8) , respectively. In the crystal, a weak C-HÁ Á ÁO interaction links the molecules into chains along the c-axis direction and weak -stacking interactions further stabilize the crystal packing.
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Structure description
Quinolone derivatives are a classical division of organic chemistry and many of these molecules have shown remarkable biological properties, including exceptional antibacterial activity (Chai et al., 2011; Hoshino et al., 2008) . Quinolone derivatives are also frequently associated with medicinal applications, such as anti-fungal (Musiol et al., 2010) , anti-tumoral (Bergh et al., 1997) and anti-cancer drugs (Elderfield & LeVon, 1960) . As a continuation of our research work devoted to the development of substituted quinoline derivatives (Filali Baba et al., 2017) , we report here the synthesis of prop-2-ynyl 1,2-dihydro-2-oxo-1-(prop-2-ynyl)quinoline-4-carboxylate, by reacting 2-oxo-1,2-dihydroquinoline-4-carboxylic acid with 3-bromoprop-1-yne, under phase-transfer catalysis conditions using tetra-n-butyl ammonium bromide (TBAB) as a catalyst and potassium carbonate as a base.
The title compound crystallizes with one independent molecule in the asymmetric unit (Fig. 1) . The CH 2 group attached to N1 occupies an equatorial position with respect to the mean plane of the quinolone ring. The mean plane through the prop-2-ynyl substituent (N1/C14/C15/C16) makes a dihedral angle of 87.9 (8) with the mean plane of the data reports quinolone ring system. The dihedral angle between the mean planes of the quinolone ring and the carboxy-prop-2-ynyl unit is 41.6 (8) . In the crystal, a single weak C16-H16Á Á ÁO2 intermolecular interaction links the molecules forming one-dimensional chains along the c axis (Fig. 2, Table 1 ). In addition, weakstacking interactions involving the quinolone rings form wavelike layers [intercentroid distances Cg1Á Á ÁCg2 ii = 3.6169 (5) Å , Cg2Á Á ÁCg1 iii = 3.8112 (6) Å ; symmetry codes: (ii) Àx, 1 À y, 1 À z; (iii) 1 À x, 1 À y, 1 À z; Cg1 and Cg2 are the centroids of the N1/C1/C2/C3/C4/C9 and C4-C9 rings, respectively].
Synthesis and crystallization
A solution of 0.5 g (2.64 mmol) 2-oxo-1,2-dihydroquinoline-4-carboxylic acid in 10 ml of DMF was mixed with 0.55 ml (6.34 mmol) 3-bromoprop-1-yne, and 1.09 g (7.92 mmol) K 2 CO 3 and 0.17 g (0.52 mmol) TBAB. The reaction mixture was stirred at room temperature in DMF for 6 h. After removal of salts by filtration, the DMF was evaporated under reduced pressure and the residue obtained was dissolved in dichloromethane. The organic phase was dried over Na 2 SO 4 then concentrated in vacuo. The resulting mixture was chromatographed on a silica gel column [eluent: ethyl acetate / hexane (1/2)]. Crystals were obtained when the solvent was allowed to evaporate (yield = 87%).
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . Table 1 Hydrogen-bond geometry (Å , ).
Symmetry code: (i) x; y; z À 1. Structure of the title compound, showing the atom-numbering scheme and displacement ellipsoids drawn at the 30% probability level.
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Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
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Refinement. All H atoms were placed in calculated positions and refined using the riding model with C-H bond lengths of 0.93 Å (CH) or 0.97 Å (CH 2 ). Isotropic displacement parameters for these atoms were set to 1.2 times U eq of the parent atom. In the final cycles of refinement, 4 outliers were omitted. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

